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Supplementary Table 3. Comparison of the PHF microial community with pther serpentinizing environments*.

OTU reference clone** O.TU % sequences /year Taxonomy Blast hit % ldentity % Coverage Alignement Source
size 2005 2010 2011 length
PHF-HY5ArA02 (KJ149164) 80 - clone_Ced_A01 (KC574884) 98.75 100 796
PHF-13-A45-G13 (KJ149156) 50 - Methanosarcinales clone_Ced_A01 (KC574884) 995 100 799 The Cedars
PHF-2A-A13-103 (KJ149144) 12 10.1 clone_Ced_A01 (KC574884) 98.5 100 799
PHF-2HYSArE02 (KJ149165) 15 156 clone_SGXU588 (FJ791633) 95.88 100 796
PHF-2AarcF09 (KJ149145) 10 8.4 clone_SGXU588 (FJ791633) 96.5 100 800
PHF-13-A03-K23 (KJ149159) 7 77  Methanosarcinales clone_SGXU457 (F3791612) 95.51 100 800 LCHF
PHF-15-A33-A09 (KJ149157) 1 11 clone_SGXU755 (FJ791575) 96.62 100 800
PHF-13-A49-113 (KJ149158) 1 11 clone_SGXU541 (FJ791597) 95.88 100 800
PHF-2AarcE07 (KJ149148) 29 24.4 clone_LC1231a82 (AY505052) 97.12 100 799
PHF-13-A10-021 (KJ149154) 4 4.4 clone_LC1231a82 (AY505052) 97.62 100 799
PHF-2AarcE06 (KJ149146) 3 25 clone_LC1231a82 (AY505052) 96.7 100 799
PHF-2AarcE03 (KJ149147) 3 25 clone_LC1231a82 (AY505052) 99.0 100 799
PHF-13-A02-M23 (KJ149153) 1 11 Thaumarchaeota clone_LC1231a82 (AY505052) 95.2 100 799 LCHF
PHF-2A-A40-009 (KJ149135) 5 4.2 clone_LC1231a80 (AY505051) 96.1 100 799
PHF-15-A26-C07 (KJ149150) 2 2.2 clone_LC1231a80 (AY505051) 95.1 100 799
PHF-2C-A39-M21 (KJ149141) 1 08 clone_LC1231a80 (AY505051) 98.5 100 799
PHF-15-A23-M05 (KJ149151) 3 3.3 clone_LC1231a51 (AY505046) 98.6 100 799
PHF-2CarcH11 (KJ149133) 6 5.0 Thaumarchaeota clone_F160cmFL245 (JN002684) 95.9 100 797 'Egr‘;apfg(hio"te
PHF-2AarcE02 (KJ149137) 3 25 clone_DSA_OTU_2 (EF414498) 96.4 100 799 Mariana
Thaumarchaeota forearc mud
PHF-15-A24-005 (KJ149152) 1 11 clone_DSA_OTU_1 (EF414497) 96.7 100 798 volcanos
PHF-13-A40-C15 (KJ149163) 12 13.2 | Thermococcales Thermococcus sp.Tc-S-85 (AB095157)  98.5 100 802 g%rg;al Indian
PHF-2C-B47-N24 (KJ149191) 15 126 clone_Ced_B01 (KC574890) 97.1 100 854
PHF-13-B5-J02 (KJ149246) 5 clone_Ced_B01 (KC574890) 975 100 855
Chloroflexi The Cedars
PHF-2A-B10-D04 (KJ149230) 3 25 clone_Ced_B01 (KC574890) 96.8 100 787
PHF-HY7BaG04 (KJ149167) 2 2.8 clone_Ced_BO01 (KC574890) 96.7 100 787
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PHF-2A-B16-P04 (KJ149228) 3 25 clone_NS1B1_K15 (KC574967) 97.2 76.6 849
PHF-2HY3BaC10 (KJ149172) 9 12.7 Betaproteobacteria clone_LC1524B-50 (DQ270636) 99.6 98.9 878 LCHF
PHF-13-B7-N02 (KJ149245) 1 1.1  Betaproteobacteria clone_F160cmL260 (JNO02878) 95.1 78.3 886 tgrﬁqapfer)’(h'o“te
PHF-2CbacCO03 (KJ149184) 1 0.8 Betaproteobacteria clone_lagoon3_012 (KC574828) 99.2 92.5 798 The Cedars
PHF-13-B21-J06 (KJ149248) 8 8.7 clone_CVCloAm3Ph15 (AM778006) 97.4 90.4 908
PHF-2HY7-BaG08 (KJ159206) 5 7.0 clone_CVCloAm2Ph102 (AM777947)  97.7 100 817
PHF-15-B47-N24 (KJ159201) 4 43 clone_CVCloAm2Ph102 (AM777947)  98.1 100 827
Firmicutes CVA
PHF-2HY2BaA08 (KJ149176) 1 1.4 clone_CVCloAm3Ph15 (AM778006) 97.0 90.4 908
PHF-15-B21-J18 (KJ149239) 1 11 clone_CVCloAm2Ph23 (AM777965) 97.6 100 782
PHF-2C-B42-D24 (KJ149193) 1 0.8 clone_CVCloAm3Ph98 (AM778028) 95.5 100 863
PHF-13-B3-F02 (KJ149247) 4 43 clone_F155cmContig9 (JN002777) 95.2 96 833 Leka ophiolite
Alphaproteobacteria |
PHF-2C-B2-D14 (KJ149202) 1 0.8 clone_F155cmContig9 (JN002777) 95.2 96 833 complex
PHF-15-B16-P16 (KJ149243) 2 2.2 clone_SGXT605 (FJ792016) 95.9 100 820
Alphaproteobacteria LCHF
PHF-2A-B9-B04 (KJ149213) 1 0.8 clone_SGXT398 (FJ79183) 96.0 100 823
PHF-15-B28-H20 (KJ159192) 1 1.1 clone_SGYF714 (FJ792439) 97.5 84.1 811
PHF-2AbacB08 (KJ149210) 1 0.8 Gammaproteobacteria  clone_SGXT449 (FJ791881) 96.1 100 876 LCHF
PHF-2A-B48-P12 (KJ149216) 1 0.8 clone_SGXT626 (FJ792035) 95.1 100 892
PHF-13-B11-F04 (KJ149254) 2 2.2 Deinococcus-Thermus  clone_CVCloAm1Ph47 (AM777992) 98.7 100 776 CVA

* Results of blastn searches : only hits > 95% tidemith sequences from serpentinizing environrsatgposited in Genbank (accession number in the
brakets) are shown. References for LCHF (Mid AtaRtidge): Schrenk et al., 2004; Brazelton et2006; Brazelton et al., 2010; Gerasimchuk et al.,
2010; Roussel et al., 2011; for The Cedars: Suziuéi., 2013; for CVATiago et al., 2004, Tiago and Verissimo, 2013Kairei (Central Indian Ridge)

: Takai et al., 2004; for Mariana Forearc: Curtiale 2012; for Rainbow (Mid Atlantic Ridge): Rat et al., 2011, for Leka (Norway): Daae et al.,
2013; for Del Puerto Ophiolite (California): Blaekal., 2009

** |n red, sequences from 2005 clone library, iegm from 2010 and in blue from 2011.
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